. They of the heptapeptide sequence YSPTSPS. In vivo, the also reported crosslinking of the Pcf11 and Fip1 polyad-CTD is phosphorylated predominantly at Serine 2 and enylation factors to coding regions of transcribed genes. Serine 5, and these phosphorylations are important for However, this crosslinking was not dependent upon the CTD function (Corden, 1990; West and Corden, 1995) . presence of the Ctk1 kinase, arguing against a requireIn Saccharomyces cerevisiae, four cyclin-dependent ment for Serine 2 phosphorylation in recruiting polyadekinases have been identified as being important for trannylation factors. scription, and each one functions at a different point in To directly test the hypothesis that Serine 2 phosphorthe transcription cycle. The Kin28 (Cdk7) subunit of ylation of the CTD recruits elongation or polyadenylation TFIIH phosphorylates the CTD on Serine 5 when polyfactors, we used chromatin immunoprecipitation (ChIP) merase is at the promoter. Serine 5 phosphorylation to compare the location of various factors along genes mediates recruitment and regulation of the mRNA capin wild-type and ctk1⌬ cells. We saw no differences in ping enzyme guanylyltransferase (Cho et al., , 1998 al., 2004). In a CTK1 strain, PCR products were obtained signals in the intergenic region were completely due to PMA1 transcription, since there was no signal for TBP only with primers upstream of the most 3Ј polyadenylaor other basal transcription factors that would be indication site (primers 5 and 6), indicating that termination tive of LEU1 promoter activity (data not shown). and cleavage are very efficient. In contrast, the ctk1⌬
In a CTK1 strain, the level of Rpb3 drops between strain yielded an additional product from a primer just primer sets 7 and 8 (see the map in Figure 1 for the downstream of the most 3Ј polyadenylation site (set 7 in primer locations), indicating that this is the termination Figures 5C and 5D) . The difference in signals is because region ( Figure 6 ). As previously observed (Kim et al., primers 5 and 6 will amplify both correctly processed 2004), Serine 2 phosphorylation is decreased relative to and readthrough mRNAs, while primer 7 only amplifies Rpb3 immediately downstream of the polyadenylation the readthrough mRNAs. Note that no signal was obsite (primer set 7) but like Rpb3 drops to background tained with primer 9 located 400 bp further downstream, levels further downstream (primer sets 8 and 9). Spt16 suggesting that transcription termination is still octravels with RNAP II throughout the gene and crosslinks curring between the two primers. Therefore, the ctk1⌬ similarly to RNAP II during termination. The cleavage/ strain contains extended PMA1 mRNAs. These may be polyadenylation factor Cft1 was recruited to elongating formed due to either a pre-mRNA 3Ј cleavage defect RNAP II near polyadenylation sites ( 
